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Staphylococci Staphylococcus aureus (MSSA) O N N N ACE3) R A B B A B B B B B B R

Staphylococcus aureus (MRSA) @ R R R R R R R R R R R R R R A B B A B B B B B B R

Coagulase-negative Staphylococci O AGE3) R A B B A B B B B B B R
Streptococci Streptococcus pneumoniae @ AGEL,2) B B(GE1L) BGE1D) B B R B B A B R

Streptococcus pyogenes (beta-Hemolytic group) JAN A A A B R B B A B R

Streptococcus agalactiae (beta-Hemolytic group) JAN A A A B R B B A B R

Viridans group Streptococci (1% - 88&DH+) A A A A B R B B A B R
Enterococci Enterococcus spp. ©) A A R R R R R R R R R N N A B B R R R

Enterococcus faecalis O A A R R R R R R R R R N N A B B R R R

Enterococcus faecium O A A R R R R R R R R R N N A B B R R R
SN ES] Escherichia coli ©) A B B B A A B B A A A A B A A* A* R R R R R R A R R

Escherichia coli (ESBLZEZ(ECTX/CTRXIER4) O A B B B A A B B A A A A B A A* A* R R R R R R A R R

Klebsiella oxytoca A R B B B A A B B A A A A B A A* A* R R R R R R B R R

Klebsiella pneumoniae © R B B B A A B B A A A A B A A* A* R R R R R R B R R

Enterobacter cloacae complex O R R R B R A B B R A A A B A A* A* R R R R R R B R R

Morganella morganii JAN R R R B R A B B R A A A B A A* A* R R R R R R R R R B R R R

Proteus mirabilis A A B B B A A B B A A A A B A A* A* R R R R R R R R R B R R R

Citrobacter freundii complex A R R R B R A B B R A A A B A A* A* R R R R R R B R R

Serratia marcescens A R R R B R A B B R A A A B A A* A* R R R R R R B R R R
7 ROWEIEREED S /\P24 Acinetobacter spp. AN R B R A R B A B R A A R B B A A* A* R R R R R R R B R R R

Pseudomonas aeruginosa © R R R A R R A B R A A B B B A A* A* R R R R R R R R R R R R R R

Stenotrophomonas maltophilia A R R R R R R R R R R R R R A R R R R R R R R A A R R R
TOMITS LAREIEE  Haemophilus influenzae O A A B A B B B* B* B B
RIERSIER Bacteroides fragilis group A A B A A A A A A
BHE Candida spp. A A B A
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